Elfiani E, et al. Polymorphism of rs4343 as Risk of Diabetic Nephropathy

Supplementary 1.

Beference =zequence detail for ACE gene €00 bps within rs4343 (gen bank,
HCBI databased). Ref|NC_000017.11:63488370-63488970 Homo sapiens
chromozome 17, GRCh3E8.pl4 Primary Assembly. SNP rs4343 located at: Chrl7:
63.488.670 (located at 301 base seguences in this figure which represent
G alelle)

1 aaasAaasasa aaggagagga gagagactca agcacgoccc tcacaggact gotgaggococo
6l tgcaggtgtc tgcagcocatgt ggoccccaggc Cggggactct graagocact gotggagage

121 cactcccatc ctttctocca tttotctaga coctgoctgoct atacagtcac CLTTatgtgg
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181 rtrrcgecaat trratteCag ctetgaaatt ctetgagete ccoctracaag
cagaggtgag

Fi(a allele)
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241 ctaagggotg gagctocaagg cattcaaaceo cctaccagat ctgacgaatg

tgatggcecac
SNP rs4343
l Ri (G allele)
e
301 gtcccgg aaa ta tgaagacc tg' t tatg gJc =atgggaggge tggcgagaca
Aggcoggyay

361 agccatcotc cagttttacc cgaaatacgt ggaactcatc aaccaggctyg cocoggotcaa

421 tggtgagtcc Cctgotgoccaa  catcactgC actt.gggtcc cttecatttte
ctcaaagagg
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481 tgotgtgaaa CCCCAAagoct AJJa38agQt AFatCOCLOD AQUAQUCAgT CAATOTOOTg

541 ttgggagagc ctggctgtgt cccctctgta ggotatgtag atgcagggga ctogtggagg
601 ¢

Primer design for this stody

Fi: 5' CATATTTGACGAATGTGATGGCCCCA 3' (276-301 forward inner primer for A
gllele with 5 base mismatch from gen bank reference seguences, colered in
green letter).

Ri: 5'CCAATAACAGGTCTTCATATTTCCGGTAC 3' (301-330 reverse inner primer for &
gllele, with 2 base mismatch from gen bank sequences, colorsd 1n green
letter)

FO: 5' CATTTCTGAAATTCTCTGAGCTCCCCT 3° (1957-224 forwvard outer primer with 2
base mismatch from gen bank reference seguences in 37 side, colored In green
letter)

RO: 5' TTTAGGAAAATGAAGGGACCCAAGTGC 3" (449-476 reverse outer primer with 1
base mismatch from gen bank reference seguences 1n 57 side, colored In green
letter)

Produoct size for A allele: 202 (located at 276-476; Fi-RO)
Product size for G allele: 134 (located at 198-330: FO-Ri)
Prodonct size of two onter primers: 280 (located at 1%98-476; FO-RO)

Tetra Primer specific for SNP rs4343 ACE gene used in TETRA ARMS PCR, anneal in reference sequences and the
PCR product size.
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